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ABSTRACT[57]
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A method using genetic markers to determine whether a
quantitative trait is a heritable oligogenic trait in a woody
perennial plant. The method is useful in trees where a
three-generation pedigree is not available. Exemplary quan­
titative traits include wood volume. Methods of selecting,
propagating and breeding plants are also provided. Methods
of identifying genetic markers associated, in a family of
trees, with a genetic locus conferring disease resistance to a
pathogen are presented.
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